] are further examples of the use of geographically based data for investigating disease etiology. Geographic variation in leukemia rates among U.S. counties has also been quantitatively analyzed by investigators at National Cancer Institute using regression models applied to age-adjusted mortality rates (10) .
The following discussion presents an analytic strategy for investigating disease rates and their relationship to large sets of ecologic data. This approach parallels to some extent ecologic regression analysis without some of the well documented problems.
The statistical approach to be presented applies to a wide range of situations. However, for the sake of concreteness and to avoid general terminology, the discussion will be in terms of mortality rates analyzed in the context of county level data.
County marta l i ty data are often summarized by correla--tion coefficients (7) or regression coefficients (10 An illust.ration of ten equal-risk categories, is given in (10) or (13) (Table 3) .
In both cases, "R 2 " = 0.27, which indicates that both predictor variables (percent urban and elevation) are moderately related to the frequency of childhood acute lymphocytic 1.eukemia nationwide.
Computer mapping has recently become a popular method of studying nationwide mortality rates [e.g., (7), 
